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Biomarker-based Liquid biopsy:
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Powered by Novel DNA Biomarker | Colon Cancer
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Stool-based SDC2 methylation biomarker testing using a proprietary PCR method (LTE-qMSP)
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01. Overview: LipoRnaX - Targeted Delivery and multiple payloads
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LipoRnaX™ — HH J{E S S8t B X2 mRNA ML Z2E (PoC) > Genomictree
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LipoRnaX™ - mRNA TPD for KRAS mutant protein (G12C) > Genomictree
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LipoRnaX™ - mRNA TPD for active RAS (on) proteins: panRAS mutant > Genomictree
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Tau and a-synuclein interact and cooperatively regulate
neuronal functions such as synaptic activity, microtubule dynamics,
and neurodevelopment under physiological conditions.

e Neuropathological co-aggregation
and cross-seeding theory

1 a-synuclein ZH = FAS E+ U
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Tau aggregation

Hetero-oligomers
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Pathological outcomes

+ Cell-to-cell transmission
= Propagation of mixed pathology
» Contribution to neurodegenerative progression

Oligomers  Co-aggregates  Hetero-fibrils

Pathological modification of Tau and a-synuclein (e.g., hyperphosphorylation)
enhances their interaction, leading to co-aggregation.
Tau and a-synuclein can cross-seed each other's aggregation, accelerating
the formation and spread of pathological species.



LipoRnaX : mRNA PROTAC for Pathogenic (phosphorylated) Tau > Genomigtree

(A) mRNA PROTAC design for pathogenic p-Tau (B) PS-LNP formulation (LipoRnaX) (C) In vivo CNS delivery (Luciferase mRNA, I.V.)
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e pathological Tau and a-synuclein, suggesting potential

for broader neurodegenerative disease applications.
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EarlyTect Pipeline Expansion
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